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Ca +-pump, (336) 248 
Carbotiide, (335) 33 
Carbohydrate, (335) 9 
Carbohydrates, (332) 260 
Carbon monoxide dehydrogenase, (326) 28 1 
Carbon-13, (333) 251 
Carbonic anhydrase, (322) I86 
Carbonyl reductase, (335) 151 
5-Carboxamidotryptamine, (333) 25 
Carboxyl group hydrogen bonding, (323) 203 
Carboxyhc group of Asp-81, (317) 223 
Carboxypeptidase, (333) 39 
Carcinoembryonic antigen, (3 18) 200 
Carcinogenesis, (334) 69 
Carcinogenic action, (332) 159 
Cardiac a, subunit, (315) 167 
Cardiac hypertrophy, (317) 271, (326) 267 
Cardiac muscle, (328) 139 
Cardiac troponin T, (315) 25 
Cardiac Vl myosin, (318) 53 
Cardiohpin, (327) 172; (330) 71; (336) 221 
Cardiolipin synthase, (336) 221 
Cardiomyocyte, (320) 229 
Cardiomyopathic hamster, (329) 227 
Cardiomyopathy, (321) 194; (329) 227 
Cardioprotectant, (330) 53 
Carnitine, (315) 43 
/3Carotene, (315) 329 
Carotenoid. (315) 329; (328) 130 
Cartilage, (319) 177; (325) 128; (326) 25 
Casein kmase II, (315) 173; (334) 18; (335) 176 
Casein kmase II a and /I subunits, (315) 173 
Casein kinase II (CKII), (330) 85 
Casein kinase 11-a subunit, (316) 114 
Ca2+-sensitivity, (324) 21 I
Ca2+-sequestration, (336) 343 
Catabolism, (326) 29 
Catabolite inacttvation, (333) 165 
Catalase, (325) 104 
Catalysis, (318) 149; (332) 37 
Catalytic mechanism, (324) 196 
Catalytic property, (334) 247 
Catalytic residue, (321) 135 
Catalytic RNA, (331) 155 
Volumes 315-336 (1993) 53 
Catalytic triad, (331) 123 
Catecholamme, (336) 175 
Cathelin, (336) 289 
Cathepsin, (328) 107; (336) 289 
Cathepsin B, (334) 153 
Cathepsin G, (317) 245; (332) 251 
Cathepsin H, (331) 173 
Cathepsin L, (321) 247; (322) 79 
Cathepsm L mhibition, (317) 255 
Cation channel, (325) 205 
Cation site, (333) 44 
Cation transport, (330) 99 
Cation uncoupler, (323) 179 
Cation-exchange chromatography, (327) 79 
Cattonic channel, (3 16) 34 
CCAAT-bmdmg factor, (321) 51 
C-CAM, (327) 90 
CCCP, (320) 118 
CCK receptor, (316) 48 
CD23/FcsRII, (335) 51 
CD38, (335) 231 
CD4, (330) 117; (336) 335 
CD40 hgand, (315) 259 
CD5, (319) 212 
CD72, (319) 212 
Cdc25, (319) 237 
cdc2-relaed protein kinase, (335) 171 
cDNA, (315) 187, (318) 139; (323) 183; (327) 99; (328) 63; (330) 122; 
(332) 282; (334) 203; (335) 1, (336) 143; (336) 284 
cDNA and derived amino acid seauence. (333) 119 
cDNA clone, (320) 43 
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cDNA cloning, (315) 217; (319) 138; (320) 177; (322) 135; (323) 119, 
(324) 71; (324) 226; (326) 112; (329) 99, (329) 171; (330) 77; (330) 
151: (331) 60. (331) 211: (332) 52: (334) 3: (334) 153: (335) 81 
cDNA expression, (3’18) 145; (321) 63; (322j io5;‘(33oj i7 
cDNA sequence, (315) 193; (321) 251; (327) 165; (330) 169; (334) 139; 
(336) 313 
CDP-dtacylglycerol, (320) 256 
CdS semiconductor, (328) 189 
Cell cycle, (318) 193; (324) 143; (333) 141; (335) 251; (336) 34 
Cell cycle regulation, (321) 237 
Cell differentiation, (322) 120; (332) 263; (334) 198 
Cell division, (333) 103 
Cell growth, (316) 278; (317) 1; (318) 83; (323) 45 
Cell growth arrest, (327) 177 
293 Cell he. (317) 152 
Cell mottlity: (32oj 121 
Cell proliferation, (316) 37; (316) 99; (331) 65, (336) 137 
Cell surface antigen, (333) 35 
Cell surface binding eauihbrmm, (333) 35 
Cell survtval, (336)-221 
Cell transformatton, (326) 65; (331) 150 
Cell vacuolation. (334) 158 
Cell-free system,’ (!%3Oj 215 
Cellobiose dehydrogenase, (327) 161 
Cellobtose:qumone oxidoreductase, (327) 161 
Cellular slime mould, (322) 73 
Cellulase, (316) 137; (321)‘135 
Cellulose degradation, (327) 161 
Central nervous system, (3 15) 114 
Cephalospormase, (332) 93 
Ceratodon ouroureus. (315) 69 
Cerebellar granular cell, (335) 124 
Cerebellar mRNA, (317) 118 
Cerebellar ontogenesis, (332) 215 
Cerebellum, (323) 229 
CF, subunit III, (336) 95 
clfos, (319) 221, (335) 37 
c-fos oncogene, (3 16) 16 1 
CFTR, (321) 73 
(CGG), repeat, (333) 248 
cGMP, (316) 34 
cGMP cycle, (335) 81 
cGMP phosphodtesterase y subunit, (321) 6 
cGMP-dependent protein kinase, (336) 163 
Chaetomwn, (322) 73 
Chaetopterus varzopedatus, (334) 125 
Chagas’ disease, (3 17) 105 
Channel, (320) 251 
Channel determinant, (325) 90 
Channel protein, (324) 185 
1, Channel, (319) 229 
Chaperone, (321) 32; (323) 51 
Chaperonin, (322) 6; (324) 41, (336) 363 
Chaperonin 60, (336) 19 
Chaperonin 60 (Cpn60), (320) 198 
Charactertsatton, (326) 101 
c-Ha-ras gene, (328) 125 
Charge recombmation, (336) 352; (336) 357 
Chemical cross-linking, (323) 15 
Chemical modification; (321j 205 
Chemical probe, (315) 277; (333) 261 
Chemical shift. (333) 251 
Chemtlummes&&e,‘(325) 247 
Chemosensitixer, (323) 191 
Chemotaxis, (319) 110; (334) 41 
Chenopoduun rubrum, (329) 43 
Chick, (316) 20 
Chick brain, (331) 211 
Chtck embryo, (325) 128 
Chick skeletal muscle, (319) 21 
Chicken, (319) 12; (327) 35, (335) 104 
Chicken brain, (324) 219 
Chicory yellow mottle vnus, (33 1) 155 
Chimera, (336) 248 
Chimeric dopamme receptor, (323) 59 
Chimeric enzyme, (317) 152; (336) 111 
Chimeric subunit, (332) 139 
Chlmeric toxin, (336) 100 
Chlamvdomonas, (336) 225 
Chlorkme, (32lj 89 ’ 
Chloramphenicol acetyl transferase, (325) 177 
Chloride. (321) 19: (336) 304 
Chloride’chanhel, (321)‘73 
Chloroacetaldehyde, (3 15) 277 
Chlorobwm hmicola cell, (323) 159 
ChloroJIexus auranttacus, (335) 85 
Chlorogloeopsis, (3 17) 96 
Chlorohvdra virldissima, (3 16) 141 
Chloroperoxidase, (336) 239 
Chlorophyll, (334) 79 
Chloronhvll 6. (3231 31 
Chloroplast, (320) 118; (320) 198, (323) 19; (325) 67; (330) 211; (335) 
176 
Chloroplast envelope protein, (316) 93 
Chlorodast gene, (336) 225 
Chloroplast &tome, (316) 93 
Chloroplast protein import, (334) 241 
Chloroolast ribosome. (319) 115 
Chloroplast transformanon; (336) 225 
CHO cell, (320) 215; (330) 111 
Cholecystokinin, (316) 48; (331) 60; (335) 65 
Cholera, (326) 83 
Cholesterol, (316) 269; (323) 236; (326) 285, (335) 234 
Cholesterol crystallization, (318) 45; (329) 84 
Cholesterol esterification, (329) 17 
Cholesterol gallstone formation, (329) 84 
Cholesteryl ester hydrolase, (321) 132 
Cholestetyl ester hydrolysis, (329) 17 
Choline oxtdatton, (321) 24 
Choline transporter, (321) 24 
Choline@ synaptic vesicle, (317) 53 
Chorismate mutase, (334) 233 
Chromaf6n cell, (320) 207; (323) 218; (329) 121; (336) 48; (336) 259 
Chromaffin granule, (335) 27; (336) 343 
Chromatin, (317) 175 
Chromatrum mmutlssmnun, (327) 68 
Chromogenic substrate hydrolysis, (326) 101 
Chromogranin A, (317) 113 
Chromoeranin A antibodv. (3 17) 113 
Chromoihyte, (324) 22 *’ ’ ’ 
Chromosomal nrotem, (315) 335: (327) 141 
Chromosome 21, (325) 303 ’ . ’ 
Chromosome III, (325) 112 
Chronic ethanol admimstratton, (331) 119 
Chymase, (323) 119 
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Chymotrypsin, (335) 213 
a-Chymotrypsin, (329) 40 
Chymotrypsin-like activity, (332) 52 
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Cionin, (331) 60 
Circular dichroism, (317) 31; (319) 49; (319) 189; (319) 233; (323) 11; 
(324) 181; (324) 237; (326) 59; (328) 159; (330) 117; (333) 111; (334) 
79: (334) 241 
Cirrhosis, (324) 136 
Cisnlatin. 1320) 150 
Ci&c acid‘cycle, (326) 92 
Qtrobacter freundii, (332) 93 
Citrullus vulgaris, (334) 128 
C-/WI, (319) 271 
Cl- channel, (323) 123 
Cleavage, (328) 115 
Cloning, (315) 259; (316) 63; (317) 139; (319) 105, (325)225; (326) 101; 
(335) 1 
Clostridium pasteurianum, (332) 268 
Clostr~dwn thermoaceticum, (326) 281 
Clostridium therrnoautotrophicum, (317) 17 
cl--pump, (333) 137 
Clytin, (333) 301 
c-Met, (329) 147 
c-Met receptor, (328) 25 
c-myc, (319) 221, (322) 15; (326) 45 
13C-NMR, (331) 105 
CoA, (336) 231 
Coated vesicle, (316) 191 
Coatomer, (332) 71 
Cobalamin-dependent enzyme, (3 17) 44, (319) 84 
Coelenterazine, (315) 343; (320) 267; (332) 226 
Coenzyme Q homolog and analog, (332) 127 
Coiled coil. (323) 63 
Cold acclimation, (333) 10 
Cold intermediate, (317) 163 
Cold thermogenesis, (334) 229 
Cobcin A, (315) 301 
Colicin E3, (333) 257 
Collagen, (319) 177 
Collaaen trimerization. (320) 211 
Collagenase mRNA, (331) 304 
Colon, (318) 95 
Colonic epitheha, (324) 143 
Colony formation enhancement, (320) 67 
Color vision, (323) 247 
Colorado potato beetle, (331) 173 
Comet assay (single cell gel electrophoresis), (333) 291 
Common deletion, (317) 27 
Common region, (3 19) 95 
Compartmentation, (328) 149; (330) 231 
Complement, (318) 108 
Complement C3, (315) 85 
Complement C4, (317) 228 
Complement regulation, (3 17) 228 
Complement-binding protein, (319) 80 
Complex, (330) 137 
a3 /33 Complex of F,, (321) 46 
Complex formation, (316) 269; (321) 32; (323) 236 
/Sr Complex formation, (328) 89 
Complex structural and non-structural protems, (333) 268 
Compound I formation, (321) 102 
Compressibility, (321) 256 
Computer assisted image processmg, (320) 17 
Computer graphics, (322) 139 
Computer simulation, (323) 215 
Conductivitv. (320) 251 
Conformat&,. (33b) 177 
Conformatronal analysrs, (334) 133 
Conformational change, (316) 186; (320) 28; (320) 224; (336) 211 
Conformational property, (332) 143 
Conformatronal restriction, (328) 159 
Conformational temperature, (325) 23 
Congenic Mouse, (3 17) 207 
Connective tissue, (331) 304 
o-Conotoxin, (326) 135 
Consensus equence, (332) 1 
Conserved region, (3 16) 23 
Contraction, (335) 37 
Control coefficient, (320) 71 
Control theory, (320) 75 
Convergent evolution, (315) 301 
Co-oxidation, (324) 6 
copia-Tyl element, (319) 261 
Coplanar polychlorinated biphenyl, (333) 114 
Copper, (322) 33; (330) 174 
Copper-A, (325) 49 
Copper-free,Zn superoxlde dismutase, (322) 165 
Core particle, (3 18) 27 
Coronaro-constrictory peptide, (329) 215 
corrin, (331) 105 
Corrinoid, (326) 281 
Corticosteroid, (320) 38 
Cotranslational folding, (326) 261 
Cotransport, (3 17) 79 
Cotton, (335) 203 
Coupling, (331) 260 
CpG island, (319) 159 
CPTA, (328) 130 
CRABP II, (321) 163 
Crayfish, (330) 197 
Craytlsh (Procambarus clarkti), (3 15) 287 
CRE, (327) 25 
Cremophor EL, (315) 298 
Crithidia fmciculata, (333) 5 
Cross-inhibition, (328) 209 
Cross-link, (326) 45 
Cross-linker, (320) 28; (323) 1 
Crosslinking, (323) 63 
CRP2, (333) 51 
cruciform, (330) 177 
Crustacea, (334) 139 
Crvnt. (315) 187 
Cr$trc‘gene, (336) 79 
Crvstal, (325) 247: (336) 236 
C&tal~I;&ng, (jj6) 148 
Crystal structure, (315) 119; (317) 185; (330) 137, (331) 123 
&rystallin, (335) 285 
r-Crystalliq, (335) 285 
Crystallization, (320) 
cryX, (336) 79 
160; (324) 167; (325) 183; (329) 25; (336) 148 
CS, (319) 16 
c-src, (327) 224 
C-terminal extension. (326) 227 
C-Terminal processing (331) 91 
C-terminal tyrosine, (333) 301 
C-terminus. i317) 189 
CTP:phosphocholine cytidylyltransferase, (325) 285 
C-We animal lectm. (335) 51 
Cu,;(315) 237 ’ . ’ 
Cultured gastric cells, (334) 158 
Cultured neonatal rat ventricular cardiomyocyte, (317) 271 
Cultured squamous cell carcinoma, (316) 5 
Cushing’s syndrome, (333) 73 
Cu,Zn superoxide dlsmutase, 6 
Cyanide, (315) 237 
(322) 
Cyanobacteria, (323) 35, (326) 246; (334) 79; (336) 330 
Cyanobacterial evolution, (3 17) 96 
Cyanobacterium, (330) 99 
cycO7, (320) 125 
Cvclase. (315) 329 
Cyclic AtiP-hbose, (335) 231 
Cyclic AMP, (322) 51; (325) 191; (326) 222; (331) 96 
Cychc AMP analogue, (329) 17 
Cycbc AMP-dependent protein kinase, (322) 51 
Cychc GMP, (318) 157; (318) 205; (335) 124 
Cychc nucleotide-gated channel, (329) 134 
Cyclin, (336) 34 
Cyclin-dependent kmase 5, (335) 171 
Cyclizauon kinetics, (336) 293 
Cyclodienes, (325) 187 
Cyclomaltodextrinase, (317) 259 
Cyclooxygenase, (330) 156 
Cyclophihn, (323) 198; (326) 153 
Cyclosporin, (326) 153 
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2’,3’-Cyclic phosphodiester, (333) 207 
Cystatin, (321) 93 
Cystatin A, (321) 247 
n-Cysteme, (321) 84 
Cysteine ethyl ester, (333) 331 
Cysteine protease, (328) 107 
Cysteine proteinase, (327) 103; (331) 71; (331) 76 
Cysteine proteinase inhibitor, (321) 93; (333) 15 
Cvsteine switch. (321) 84: (335) 76 
Cysteine synthase, (328) 111 
Cvsteine-rich nrotein, (333) 51 
C$ttc fibrosis; (329) -159 ’ 
Cystic fluid, (316) 147 
Cytochrome, (333) 251 
Cytochrome ua,, (327) 194 
Cytochrome b, (316) 128; (323) 15; (327) 57; (332) 61 
Cytochrome b&complex, (334) 101 
Cvtochrome bc, comnlex assembly. (328) 153 
C&chrome bd’complex, (335) 13. . ’ 
Cvtochrome bo. (316) 216: (319) 151: (325) 299 
Cytochrome c, (327)‘194 . ’ . ’ 
Cytochrome coxidase, (315)237; (316)216; (318) 134; (319) 151; (321) 
159; (325) 299; (335) 296; (336) 90; (336) 211 
Cytochrome c reductase, (316) 128 
Cytochrome d, (336) 75 
Cytochrome d axial &and, (335) 13 
Cytochrome oxidase, (325) 49; (327) 131; (335) 294 
Cytochrome Pds, (319) 155 
Cytochrome Pd50, (315) 153; (315) 205; (325) 251; (330) 169 
Cytochrome P450 expression, (327) 237 
Cytochrome P45Ocam, (331) 109 
Cytochrome P450IID6, (336) 87 
Cytochrome P45Oscc, (319) 45 
Cytokeratin phosphorylation, (323) 145 
Cytokine, (320) 229; (336) 61; (336) 236 
Cytokine partial sequence, (336) 61 
Cytosine, (333) 214 
Cytoskeleton, (320) 121; (323) 1; (328) 71; (328) 174 
Cytosol, (330) 23 1 
Cytosolic 60 kDa chaperonin, (336) 313 
Cytosolic calcium, (316) 73 
Cytosolic factor, (326) 232; (329) 1; (330) 215 
Cytosolic free, (329) 72 
Cytosolic sodium, (315) 353 
Cytotoxic T lymphocyte, (3 17) 49 
Cytotoxicity, (319) 119; (319) 145; (321) 59; (326) 1; (334) 158 
Aw. (325) 104 
Di’dopamine receptor, (315) 223; (315) 223 
Dl, (324) 22 
Dl~doparnine receptor, (323) 59 
Dl protein, (317) 57; (326) 227; (329) 43 
D2 dopamine receptor, (323) 59 
D2 protein, (323) 15 
D4 dopamine receptor, (320) 130 
iV-Dansylgalactosamine, (330) 133 
Dark-field microscopy, (332) 260 
Daunorubicin, (333) 193 
dbldb mouse, (316) 224 
Deafness, (321) 194 
Deamidation, (322) 69 
Death control, (328) 1 
3-Deazaneplanocin A, (316) 273 
Decidual cell, (333) 83 
Decorin, (319) 249 
Defensm, (321) 267 
Deglycosylation, (316) 157 
Dehalogenay, (323) 1 
Dehydration-mducible gene, (335) 189 
Dehydroascorbic acid, (334) 106 
Dehydrogenase, (315) 21; (335) 57 
Deiodination. (321) 140: (335) 104 
Deletions, (334) 237 ’ \ ’ 
Denitritication, (335) 246 
Density modification, (331) 123 
Density-dependent growth inhibition, (322) 83 
Denys-Drash syndrome, (317) 39 
Deoxycytidine kinase, (321) 237 
2-Deoxy-n-galactose, (327) 63 
12-Deoxyphorbol-13-0-phenylacetate-20-a&a& (319) 31 
Dephosphorylation, (331) 276 
Desaturase, (3 18) 57 
Desaturation of fatty acid, (318) 57 
Desensitization, (331) 260 
Desferrioxamme, (326) 177 
Desmal, (320) 169 
Desmin, (323) 63 
Demos chmnsis, (320) 169 
Desulfovibrio vulgaris (I-I), (336) 13 
Deuterated leucine, (318) 177 
Deuterium-depleted water, (317) 1 
Development, (318) 53; (326) 171; (328) 139; (331) 65; (331) 243 
Developmental expression, (324) 205 
Developmental gene expression, (331) 211 
Developmental regulation, (325) 210; (336) 70 
Dexamethasone, (327) 189; (333) 73; (333) 339; (335) 161 
D-factor, (334) 193 
Diabetes, (321) 194; (326) 117; (327) 32 
Diabetes type 1, (328) 9 
Diacylglycerol, (316) 27; (333) 67 
Diacylglycerol kinase, (316) 68 
Diacylglycerol pyrophosphate, (315) 95 
2’3’ dialdehvde ATP. (336) 19 
Dialkylglycine decarboxylase, (331) 145 
cti-Diamminedichloronlatinum(IIh (323) 55 
cis-Diamminedichloroplatinum(IIj’d(G_dG) adduct, (333) 89 
Diaphragm, (333) 146 
Diatom, (320) 61 
Dicarboxylate transport, (326) 33 
Dtcarboxylate transporter, (327) 54 
Dictyostelium discoideum, (322) 73; (328) 71 
Diethyl pyrocarbonate, (320) 267; (321) 205 
Diethyldithiocarbamate, (321) 215 
Diethylpyrocarbonate, (321) 37; (336) 239 
Diethylstilboestrol, (332) 159 
Differanisole A, (322) 73 
Differential scanning calorimetry, (332) 193 
Differential tissue expression, (315) 193 
Differentially expressed genes, (321) 98; (324) 136 
Differentiation, (315) 227; (321) 224; (326) 232; (328) 94; (330) 81 
Differentiation enhancine factor. (334) 198 
Differentiation inducing Tactor, (322) 73 
Diffusion-nartition reaction, (334) 89 
DifluorokGone, (329) 144 . ’ 
Digitalis glycostde, (321) 127 
Dihydrofolate reductase, (3 18) 177 
Dihydropyridine, (333) 73 
1,4-Dihydropyridine receptor, (331) 177 
1,25-Dihydroxyvitamin D, (327) 13 
Drmer, (330) 105 
Dimerixation, (324) 153; (333) 296 
Dimethyl sulfate (DMS), (336) 340 
7,12-Dimethyl-benz[a]anthracene, (336) 115 
1,2-Dimethyltetraselenafulvalene, (329) 205 
Dioxygen, (326) 1 
Dipahnitoylphosphatidylglycerol, (332) 193 
Dipeptidyl peptidase IV, (320) 23; (336) 61 
Diphosphonate, (327) 199 
Direct transfer, (320) 71 
Distance aeometrv. (333) 257 
Distinct f&m, (32g)‘l ’ 
Disuccimmidvl tartrate. (323) 63 
D&fide, (320) 7; (332j 49 ’ 
DisuEde and site-directed mutagenesis, (321) 55 
Distide bridge, (315) 85 
Distide-linked hirudin dimerixation, (336) 53 
Disulphide bond, (333) 331 
Divalent metal ion, (315) 173 
DNA, (315) 61; (319) 66; (322) 173 
DNA binding, (3 15) 247 
DNA binding activity, (323) 252 
DNA binding drug, (317) 157 
DNA binding protein, (319) 95; (325) 210; (328) 41; (333) 5; (334) 60; 
(336) 340 
DNA binding site, (328) 169 
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DNA damage, (333) 291 
DNA disto&dn energy calculation, (336) 293 
DNA fragmentation, (321) 209; (331) 252; (332) 218 
DNA gy&e, (317) 157 
DNA helicase activity, (333) 89 
DNA injection, (332) 179 
DNA oligonucleotide, (331) 217 
DNA polymerase, (327) 45 
DNA polymerase E, (316) 261 
DNA replication, (319) 1; (324) 67; (327) 150 
DNA replicatton inhibitor, (327) 17 
DNA sequence-spec&ctty, (324) 18 1 
DNA synthesis, (316) 68; (319) 201 
DNA-bmding protein, (321) 233 
DNA-binding site, (321) 233 
DnaJ protein, (323) 51 
DnaK, (336) 124 
DNA-protein crosshnking, (336) 340 
DNase I footprint, (315) 51 
DNase I footprinting, (332) 189 
Domam, (326) 4; (334) 149 
Domain E, (320) 92 
Domain size, (325) 247 
Dopamine, (323) 141 
Dopamme D2 receptor, (325) 215 
Dopamine receptor, (324) 81 
Downmodulation, (331) 252; (336) 335 
Downregulation, (326) 75 
Doxorubicin, (327) 189 
Dp71, (328) 197 
Drosophrla, (315) 287; (319) 90; (325) 63; (328) 183 
Drosophrla cactus protein, (335) 155 
Drosophila melanogaster, (317) 241, (324) 171; (325) 177; (325) 187; 
(332) 111; (335) 73 
Drosophila melanogaster cultured cell, (325) 233 
Drosophila sex determinant, (335) 289 
Drug clearance, (315) 271 
Drug delivery system, (3 15) 27 1 
Drug design, (317) 105 
Drug mflux, (320) 87 
Drug metabolism, (3 19) 207 
Drug resistance, (319) 133 
Drug targeting, (315) 271 
Drug trafficking, (323) 191 
Ductc3enne muscular dystrophy, (320) 276, (326) 272; (328) 197; (335) 
Duck lens, (335) 285 
Duodenum, (324) 226 
Duplication, (325) 161 
Dynamic systems, (336) 1 
Dynamics, (318) 101 
Dystropbin, (320) 155; (320) 276; (322) 10; (326) 289; (328) 197; (329) 
227; (335) 223 
Dystrophin-associated glycoprotein, (329) 227 
Dystrophm-associated protein, (320) 276 
Dystrophm-glycoprotein complex, (320) 276 
Dystrophin-related protein, (326) 289 
E. cob, (319) 166; (321) 93; (321) 241; (323) 218, (324) 109; (331) 159; 
(336) 75 
E coli expression, (317) 189 
B cob galU, (329) 153 
E2F, (321) 153 
E-64, (321) 247 
Ebola virus, (322) 41 
EBV replicon vector, (322) 15 
EC 3.1.1.3. (331) 123 
Ecto-ATPase, (336) 279 
Ectoprotem kmase, (318) 200 
Edge-to-face interaction, (333) 214 
Eeidothelin receptor, (328) 82 
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HSQC-spectroscopy, (3 15) 11 
HT 29 cell, (317) 139 
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IL-la, (334) 229 
IGlRtI, (334) 229 
IL-4, (315) 259 
IL-8 binding domain, (325) 262 
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Inhibitron, (315) 298; (317) 157; (318) 157; (320) 23; (321) 132; (326) 
101; (329) 59; (331) 129; (335) 184 
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Interleukin 1 receptor, (318) 83 
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Interleukin 4, (336) 215 
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Interleukin 8, (321) 173 
Interleukin-1, (317) 22; (326) 204 
Interleukin-1 receptor, (326) 204 
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Interleukin-10, (334) 114 
In~;eukin-lp, (315) 81; (317) 62, (319) 100, (331) 285; (333)291; (333) 
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Intracellular metabolite, (318) 80 
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Intracellular signaling, (323) 27 
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Islet of Langerhans, (319) 217; (323) 40; (332) 9 
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Kmettcs, (318) 23; (318) 149, (320) 107; (326) 1; (326) 153; (333) 217, 
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L-Kynurenine, (329) 178 
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Lactase, (329) 106, (336) 299 
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Lactate production, (315) 183 
Lactate transport, (316) 278 
Lactation, (332) 119 
Lactococcus lactls, (330) 23, (332) 74 
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LAK cell, (335) 270 
Lambda repressor, (321) 241 
Lanthamde, (333) 96 
Lantibiotic, (319) 189 
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Late pregnancy, (321) 121 
Latent ATPase, (323) 19 
Lateral migration, (333) 10 
a-Latrotoxin, (325) 81; (326) 255; (336) 205 
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LDL receptor, (332) 115 
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Lens, (322) 69 
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Leptmotarsa decemlineata Say, (331) 173 
Lethal swttch, (328) 1 
Leucine zivver.‘ (3 15) 109 
Leukemia,*~319)‘171 
Leukemia cell, (322) 73 
Leukemia inhibitory factor, (334) 193 
Leukoctdm, (321) 15 
Leukocyte, (327) 231; (336) 284 
Leukotriene, (3 17) 195 
Leukotnene syntheses, (336) 201 
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Levcromakahm. (325) 276 
Level of ~38, (335) 163 
Lewts x, (334) 133 
LHC II, (334) 101 
Ligand, (318) 134 
Ligand bmdmg, (315) 237, (320) 13; (320) 224; (321) 163 
Ltgand field, (317) 233 
Lieht acttvatton. (321) 55 
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Light-dark adavtatton. (332) 67 
L&t-harvesting antenna, (323) 159, (330) 5 
Light-harvesting complex, (320) 28 
Light-regulated synthesis, (317) 57 
Lignin degradation, (315) 119; (323) 135 
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Limbic system, (336) 317 
Limited proteolvsis, (3 16) 186 
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Lingual epithelium, (316) 253 
Lmkaee arouv. (336) 107 
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N-Linked suaar chains, (332) 119 
Linker insertion mutagenesis, (325) 34 
Ltpase, (323) 207; (327) 79, (333) 296 
Lipid A, (332) 197 
Lipid anchor, (324) 56 
Lipid bilayer, (320) 261; (321) 145; (330) 129 
Limd kmase. (315) 95 
L&d mediator, (322) 129 
Lipid Metabolism, (323) 191; (335) 234 
Lipid rmxmg, (333) 325 
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Lipoprotem(a), (336) 327 
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Ltposome, (326) 56; (332) 183 
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Lumirhodonsm. (3 17) 223 
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Lung cancer, (3 19) 207 
Lung surfactant, (325) 285 
Luteimzing hormone, (326) 219 
Lvb-2. (319) 212 
Lycopene, (315) 329 
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Lymphocyte, (319) 119; (326) 51; (328) 21 
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Lymphoma, (326) 51; (333) 243 
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Lysosomal storage disease, (330) 8 
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alate-dehvdroaenase. (321) 55 
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Maltose transport, (333) 165 
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MaDDiD& (325) 118 
Ma%urg’&us~ (322) 41; (323) 183 
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Mass spectrometry, (327) 79; (331) 296 
Mast cell, (318) 71; (321) 127, (328) 59; (331) 86; (333) 56 
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Mechanism, (328) 82 
Mechamsm of actron, (336) 100 
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Melanocortin, (336) 103 
Melanocyte stimulating hormone, (322) 177 
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Melanoma, (335) 114 
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Membrane contact, (327) 172 
Membrane cytoskeleton, (326) 289 
Membrane damage, (3 19) 40 
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Membrane fusion, (318) 71; (320) 52 
Membrane mmumoglobulin, (323) 171 
Membrane peptrdase, (317) 109 
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Membrane transpoit, (336) 153 
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(327) 157; (327) 203; (331) 267; (332) 164 
Phospholipase-C, (328) 174 
Phosphohpid, (315) 95; (316) 27; (317) 202; (327) 57 
Phospholipid asymmetry, (330) 71; (334) 183 
Phospholipid hydroperoxide, (330) 174 
Phospholipid-binding protem, (327) 41 
Phosphomonoester, (334) 89 
Phosphopeptide, (326) 131; (330) 141 
Phosphorylation, (315) 25; (318) 101, (319) 267; (321) 27; (325) 167; 
(326) 117; (327) 71; (329) 129, (331) 228; (332) 237; (334) 18 
Phosphorylation of creatme kmase, (327) 35 
Phosphorylation/dephosphorylation, (330) 85 
Phosphotransferase system, (324) 109 
Phosphotyrosine, (318) 200; (326) 131; (328) 6 
Phospho-tyrosine phosphatase, (326) 75 
Phosphotyrosine protein phosphatase, (326) 131 
Photocycle, (332) 67 
Photoinhibition, (323) 35 
Photoisomerization, (335) 94 
Photolabelhng, (332) 277 
Photoprotein, (332) 226 
Photoreaction, (317) 223 
Photoreception, (335) 277 
Photoreceptor, (315) 69; (316) 34 
Photoreceptor cell, (315) 287 
Photoreceptor membrane, (330) 197 
68 
Photosynthesis, (323) 31; (326) 192; (336) 304; (336) 330; (336) 357 
Photosynthetic bacteria, (328) 41 
Photosystem I, (336) 330 
Photosystem II, (317) 57; (320) 118; (321) 19; (323) 15; (325) 255; (326) 
227; (329) 43, (330) 28; (336) 352; (336) 357 
P-HPr. (315) 11 
Phycocyamd, (315) 301 
Phylogeny, (326) 192 
Physcomitrella patens (Hedw.), (334) 95 
PhyscomrtreNa phytochrome, (334) 95 
Physical map, (331) 81 
Physical selection, (325) 23 
Phytamc acid, (322) 101; (333) 154 
Phytanic acid a-oxidation, (333) 154 
Phytanoyl-CoA ligase, (322) 101, (333) 154 
Phytochrome, (315) 69 
Phytochrome phylogeny, (334) 95 
Phytochrome sequence, (334) 95 
Phvtoene desaturase. (3 18) 162 
Phytotoxm, (335) 263. ’ 
PI-3 kinase. (324) 143 
PI3K, (324): 93 ’ 
Picosecond absorbance difference spectrum, (330) 5 
Picosecond fluorescence, (327) 68 
Pig leucocyte cysteine proteinase inhibitor, (321) 247 
Pig liver membrane, (318) 35 
Pigment dispersing hormone, (321) 251 
Pigment oligomerizatton, (323) 159 
Pigment-protein complex, (324) 22 
Pigment-protein complex 
P-IIA”“, (315) 11 
of photosystem I, (334) 79 
Pmg-pong mechamsm, (320) 107 
PI-PLC. (327) 49: (328) 59 
Pituitaj,‘(326) 219 ’ 
Pituitary adenylate cyclase activating polypepttde (PACAP), (329) 99 
Pituitary adenylate cyclase-activating peptide, (3 19) 171 
Pituitarv gland. (329) 199 
PKC inhibitor,‘(330j 114, (333) 67 
PLA2, (317) 263 
Placenta, (335) 104 
Plant, (315) 252; (323) 51 
Plant cell wall, (334) 89 
Plant nntochondria, (318) 113; (325) 140; (336) 83, (336) 347 
Plant pathogen, (316) 119; (332) 243 
Plant signal transduction, (315) 69 
Plasma desorption-mass spectrometry, (316) 181 
Plasma membrane, (326) 149; (328) 197; (330) 57; (333) 127; (333) 223 
Plasma membrane H’-ATPase, (326) 17 
Plasma nrotein. (315) 85 
Plasmid: (319) 133 ’ 
Plasrmd DNA, (332) 179, (334) 49 
Plasmid vector, (325) 303 
Plasmm, (315) 293 
Plasmmogen,‘(325) 271, (333) 223 
Plasminogen activation, (326) 69 
Plasminogen activator, (322) 37, (322) 155 
Plasticity, (336) 8 
Plasttd. (327) 29 
Plasttd.genekxpresston, (321) 189 
Plastid mRNA 3’ end nrocessma. (335) 176 
Plastocyanin, (319) 257 -’ . 
Platelet, (315) 242; (327) 49, (335) 132 
Platelet aggregation, (335) 132 
Platelet GPIIbnIIa complex, (328) 30 
Platelet-activating factor, (317) 202; (332) 233 
Platelet-denved growth factor, (336) 119 
Platelet-denved growth factor (PDGF) isoform, (319) 221 
Platelet-denved arowth factor recentor. (331) 276 
PNH, (327) 49 - 
1 I . 
“P-NMR snectrosconv. (315) 95 
Podocorynd carnea, @8j 63 ’ 
Point mutatton, (317) 39; (323) 27; (326) 158, (328) 125 
Pomt mutation-specific PCR, (317) 27 
a-Pokeweed antiviral protem, (320) 31 
Poly(A)-binding protein, (335) 289 
Polyacrylamide gel, (330) 161 
Polyadenylation site, (317) 250 
Polyamine, (321) 179 
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Polyamine homeostasts, (321) 179 
Poly(A)+RNA pattern, (321) 98, (324) 136 
poly(dA) . Zpoly(dT), (315) 61 
poly(dA) . poly(dT), (315) 61 
Polyethyleneglycol, (332) 183 
Poly(r.-proline), (333) 123 
Polymerasechainreactlon,(315)74;(316)253,(317)27;(318)65;(319) 
177; (321) 173; (321) 279; (322) 135; (322) 181; (324) 127; (326) 25, 
(333) 44; (333) 271; (336) 317 
Polymerisation, (315) 47 
Polymerization, (329) 163 
Polymerization inhibition, (329) 9 
Polymerization site, (320) 239 
Polvmornhism. (3 19) 207 
Polyol p&hway,‘(336) 31 
Polyoma enhancer, (323) 77 
n-Polypeptide, (3 17) 3 1 
Polypeptide isoform, (324) 205 
Polypepttde mob&y, (323) 243 
Polyphosphomositide, (331) 248 
Polysaccharide, (3 15) 27 1 
Polystalic actd, (315) 271 
Polysome block, (319) 185 
Porcine sperm, (316) 283 
Porcine zona pellucida glycoprotem, (329) 29 
Pore structure, (335) 265 
Porin, (320) 251: (330) 206 
Porphy;ombnas $gwalis, (332) 197 
Positive regulatory element, (332) 153 
Post-hatch;d development, -(316)‘20 
Postnatal development, (328) 119 
Post-transcrmtional control. (3211 237 
Post-translaGona1 ctivattod,‘(323) 271 
Post-translational modificatton. (320) 79: (335) 109 
Post-translational modificattons,‘(336) 1’ ~ ’ 
Potassium, (333) 32 
Potassium channel, (320) 189 
Potassmm current, (335) 184 
Potassmm flux. (316) 37 
Potato tuber, (332) 132 
POU domain. (321) 107 
PPIase, (315)‘247 ’
Precorrins-3, -3x, -4, (331) 105 
Prediction, (323) 257 
Pregnancy, (334) 193 
Preliminary crystallographic analysis, (33 1) 49 
Pre-mRNA splicing, (3 18) 4 
Prenatal diagnoses, (335) 223 
Prenylation, (323) 51; (336) 129 
Prenylcysteme, (319) 110 
Preproendothelin-1 mRNA, (332) 31 
Preprotein, (326) 251 
Pre-rRNA, (3 16) 247 
Prescquence, (320) 61 
Pressure, (333) 283 
Pre-tRNA, (315) 56 
Primary culture, (327) 189, (336) 215 
Pnmary cultured hepatocyte, (328) 17 
Primary electron donor and acceptor, (322) 168 
Primary response gene, (318) 83 
Primary structure, (320) 101; (326) 83; (329) 134; (336) 79 
Pnmer extension. (322) 129 
Pnming signal, (324) 67 
Prion urotein. (331) 1 
Pro sequence; (333j 127 
Pro-aZ(1) collagen gene, (334) 237 
Probability, (322) 143 
Probactenecin, (317) 255 
Procambarw clarkii, (330) 197 
Pro-cathepsin B, (332) 251 
Procathepsin D, (319) 54 
Procathepsin L, (322) 79 
Procathepsin L-specific antibody, (322) 79 
Processmg, (330) 61; (332) 251, (335) 89 
Processing protease, (326) 227 
Proenkephahn, (316) 12 
Proenzyme activation, (319) 54 
Profile analysis, (331) 145 
Volumes 315-336 (1993) 
Profihn, (333) 123 
Protilin interaction. (329) 163 
Profihn vanant, (3%) 151 
Proform, (335) 213 
Progesterone, (326) 167 
Progesterone receptor, (326) 149; (330) 57 
Prohormone processing, (316) 12; (323) 129; (331) 60; (332) 273 
Prolactin. (3 19) 277 
Prolactm’skcretton, (324) 201 
Proliferation. (328) 94: (333) 243; (335) 161: (336) 8 
Proline, (317) 89 ’ . ’ . ’ . 
Proline direct protein kinase (PDPK), (330) 85 
Proline transnort. (333) 78 
Proline-rich SH3:bmdmg domain, (336) 143 
Prolyl endopepttdase, (320) 23 
Promoter element, (333) 238 
Promoter interference, (315) 129 
Propzorugenium modestum, (316) 89 
Propranolol, (328) 67 
Pro-protein cleavage, (320) 215; (327) 165; (336) 65 
Propylthrouracil, (321) 140 
Pro-region, (323) 129 
Prorenin, (320) 215 
69 
Protem metabolism, (323) 211 
Protem mimicry, (333) 2i 1 
Protein modelling. (320) 1 
Protein motif, (3%) 255 
Protein myristylatton, (325) 70 
Protem O-Methyltransferase, (319) 110 
Protein overlay, (318) 181 
Protem oxidation, (331) 281 
Protein phosphatase, (315) 7; (326) 131; (331) 272; (331) 291; (336) 37 
Protein phosphatase 1 and 2A, (330) 85 
Protein phosphatase 2A, (333) 159 
Protem phosphatase inhibttor, (323) 145; (334) 13 
Protein phosphatase-1, (334) 13 
Protem phosphorylation, (317) 85, (318) 200, (321) 219; (322) 51; (323) 
Prorocentrum hma, (334) 13 
Pro-somatostatm, (332) 273 
Prostaglandin, (321) 11; (330) 156 
Prostaglandm dehydrogenase, (322) 139 
Prostaglandin F synthase, (320) 107 
Prostaglandin F2a, (3 16) 68 
Prostaghmdin G/H synthase, (320) 38 
Prostaghmdin H synthase, (321) 205 
A’*-Prostaghmdm J2, (321) 209 
Prostadandm svnthase, (330) 156 
Prostanotd, (326) 38 ~ 
Prosthetic group, (336) 239 
Protamine. (334) 125 
Protease, (322) i91, (333) 21; (335) 207 
Protease actwrty and inhibition, (326) 237 
Protease Do, (327) 17 
Protease mhtbttor, (315) 105; (329) 144 
Protease La, (329) 47 
Proteasome, (322) 135; (326) 215; (332) 52; (335) 207; (336) 34 
Protein, (325) 29 
Protein A, (327) 224 
Protein A (Staphylococcus aureus), (328) 49 
Protein assembly, (336) 309 
Protein biosynthesis, (335) 47 
Protein complex, (326) 281 
Protein conformatton, (321) 79; (321) 229 
Protein crystal structure, (323) 1; (331) 134 
Protein crystallography, (317) 105; (326) 145 
Protein data analysts, (321) 79 
Protein degradation, (333) 169 
Protein design, (320) 261 
Protein dtstide isomerase, (328) 203 
Protein dynamics, (325) 173 
Protein engineermg, (318) 11; (320) 13; (321) 116, (324) 117; (325) 5 
Protein evolution, (315) 91 
Protein exuort, (318) 7: (332) 49 
Protein expression, (327) 183 
Protein expresston m E cob, (323) 83 
Protein family, (315) 105; (324) 9 ’ 
Protein folding, (315) 323; (317) 163; (319) 195; (320) 211; (322) 6; 
(324) 41; (325) 5; (325) 17; (328) 203; (331) 25; (336) 53; (336) 363 
Protein import, (316) 53, (320) 61; (329) 1 
Protein kmase, (315) 69; (316) 48; (321) 27; (322) 51; (325) 167; (327) 
150; (328) 215, (333) 315; (334) 149; (336) 143 
Protem kinase A, (336) 191 
Protein kmase C, (315) 33; (315) 81; (316) 68; (316) 228; (316) 241; 
(319) 21, (319) 31, (319) 100; (320) 47; (320) 135; (321) 11; (322) 120; 
(322) 147; (326) 51; (326) 117; (326) 222; (327) 157; (329) 129; (329) 
199; (330) 114; (331) 150; (331) 267, (331) 285; (332) 169; (332) 174; 
$;33) 114; (333) 229; (333) 243; (333) 287; (334) 198; (335) 109; (336) 
35; (328) 6; (328) 215; (333) 103; (333) 159; (333) 179; (333) 183; (335) 
176; (335) 217; (336) 347 
Protein nrenvlation. (318) 88 
Protein pur&cation; (319) 59; (329) 25; (336) 148 
Protein relaxation, (327) 68 
Protein secretion, (318) 7 
Protein sequence analysts, (322) 159 
Protein sorting, (316) 53; (329) 1 
Protein stability, (325) 5 
B Protein (Stre$coc& pyogenes), (328) 169 
Protein structure, (319) 49, (325) 34; (328) 165; (334) 125; (335) 18 
Protein structure comparison, (333) 99 
Protein structure predictton, (318) 118 
Protein synthesis, (316) 241; (318) 189, (325) 291; (327) 71; (329) 59, 
(329) 183 
Protein synthesis inhibitor, (327) 207 
Protein targeting, (315) 211; (334) 128 
Protein translocation, (319) 257; (321) 197; (324) 113; (326) 241; (326) 
251; (330) 66; (331) 19 
Protein transport, (324) 201, (325) 67 
Protein tyrosme kinase, (321) 41; (324) 1, (327) 224; (330) 141 
Protein tyrosine phosphatase, (322) 83 
Protein ubiquitination, (315) 347 
Protein unfolding, (315) 149 
Protein variabthty, (335) 69 
Protein/lipid double labelling, (324) 37 
14-3-3 protein, (320) 207; (331) 296 
Proteinase, (317) 167; (323) 99; (335) 99 
Proteinase activation, (335) 76 
Proteinase inhtbitor, (317) 167; (327) 108 
a,Proteinase inhibitor, (316) 269; (323) 236 
Protein-DNA mteraction, (321) 241 
Protein-gold complexes, (321) 261 
Proteinhpopolysaccharide, (335) 203 
Protein-protein interaction, (323) 223; (326) 281; (328) 49; (333) 257 
Protein-radical enzyme, (325) 53 
Protem-tyrosine phosphatase, (331) 276 
Proteoglycan, (319) 249 
Proteoliposomes, (327) 194 
Proteolysts, (319) 49; (324) 216; (327) 161; (334) 23 
Proteolysis inhibmon, (336) 299 
Proteolytic activation, (315) 77 
Proteolytic cleavage, (320) 224 
Proteolytic degradation, (326) 215; (336) 327 
Proteolyttc processing, (328) 25; (333) 127 
Prothrombinase assay, (334) 183 
Prothymosin cc, (335) 273 
Proton, (336) 304 
Proton (hydroxyl) carrier, (323) 179 
Proton NMR, (318) 30 
Proton permeability, (336) 90 
Proton pump, (317) 216; (331) 31 
Proton pumping, (327) 131; (335) 296 
Proton translocatton, (326) 17; (335) 294 
Proton uptake, (325) 299 
Proto-oncogene, (316) 147 
Protoplast, (333) 141 
PRPI, (318) 4 
psbA gene, (329) 43 
psbH gene product, (323) 35 
psb1 gene product, (323) 15 
psb0 gene, (325) 255 
Pseudogene, (327) 108 
Pseudoknot structure, (326) 158 
Protein kmase C y gene, (325) 210 
Protem kmase C isoform, (333) 67 
Protein kinase C-q, (329 j li9 
Protein kinase-C, (3 17) 118 
70 
Pseudomonas aerugmosa, (332) 143 
Pseudomonas denitrrfcans, (331) 105 
Pseudomonas paucimobilis, (323) 135 
Pseudopleuronectes americanus, (321) I 16 
Pseudosubstrate, (329) 129 
PSII, (324) 22 
PTPase, (326) 131 
P-type ATPase, (330) 99 
P-type Ca channel, (317) 118; (336) 259 
puf operon, (328) 41 
Pulmonary surfactant, (322) 115 
Pumpkm cotyledon, (321) 189 
Pumpkin (Cucurbifa sp.), (320) 198 
Purification, (326) 101; (332) 197 
Purinergic receptor, (328) 174; (328) 209 
Purinoceptor, (322) 197 
Purkmle cell, (315) 318; (325) 128 
Puromycin, (335) 47 
Purple membrane, (324) 237, (331) 31 
Putative ATPase, (323) 276 
Putative G-protein-coupled receptor, (318) 17 
Putidaredoxin, (33 1) 109 
Pyridine nucleotide, (333) 334 
Pyridoxal phosphate, (328) 111 
Pyndoxal-phosphate, (331) 145 
Pyridoxol, (318) 125 
Pyrophosphate.analog, (327) 199 
Pyrrohdide, (320) 23 
Pyrroloquinoline quinone, (325) 53 
Pyruvate, (321) 121; (330) 191, (335) 151 
Pyruvate dehydrogenase, (328) 99 
Pyruvate dehydrogenase complex, (321) 121; (323) 243; (336) 43 
Pyruvate dehydrogenase kinase, (321) 121 
Pyruvate:ferredoxin oxldoreductase, (325) 196 
Q,o. (334) 221 
Q-enzyme, (332) 132 
Q-loop, (335) 296 
Quatemary structure, (325) 251 
Quenching, (323) 11 
Queuine, (336) 137 
Qumohemoprotem, (318) 23 
Quinone cytotoxicity, (326) 65 
Quisqualic acid, (316) 191 
R 59022, (316) 68 
Rab, (326) 219 
Rab peptide, (326) 124 
Rab protein, (327) 145 
rab3, (320) 52; (333) 56 
Rab3A, (326) 124 
Rab3A/smg25A, (330) 236 
Rabbit, (319) 277; (336) 299 
Rabbit /I-globm, (330) 161 
Rabbit blood, (318) 30 
Rabbit brain, (322) 105 
Rabbit masseter muscle, (324) 178 
Rabbit muscle, (318) 53 
Rabbit skeletal muscle. (332) 64 
3’ RACE. (326) 69 
Racemization, (322) 69 
Radiation damage, (3 15) 1 
Radiation inactivation, (3 18) 1 
Radiation theranv. (320) 219 __,. I 
Radical, (324) 23 1 
Radical pair, (336) 357 
Radioimmunoassay, (333) 35 
Radiohgand bindmg, (316) 191; (336) 57 
Radiolysrs, (333) 151 
Radish, (316) 233 
Rat-l, (336) 255 
Rainbow trout, (319) 45 
Ramoplamn, (326) 95 
Rana esculenta, (324) 159; (325) 276 
Random mutagenesis, (316) 123; (331) 109 
Random sequence, (325) 23 
RAPl, (323) 77 
Rap1 protein, (326) 209 
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Rap2 protein, (326) 209 
Rapid equilibrmm dialysis, (331) 114 
Rapid quenching method, (326) 80 
Ras, (315) 227; (326) 167; (327) 177 
ras oncogene, (331) 150 
Ras ~21, (324) 211 
Ras protein, (319) 75; (319) 237; (333) 103 
ras-p21, (320) 1 
ras-p21 downstream effector, (320) 1 
Rat, (315) 159, (315) 163, (321) 140; (322) 33; (326) 241; (327) 13; (327) 
237; (328) 119; (331) 96; (331) 239; (332) 14; (335) 104; (335) 234, 
(335) 243 
Rat brain, (315) 318; (318) 41; (324) 205; (325) 225; (330) 77 
Rat brain synaptosome, (336) 205 
Rat fibroblasts transfected by src gene, (324) 51 
Rat hepatocyte, (327) 189 
(Rat kidney), (322) 61 
Rat liver, (316) 79; (316) 85; (319) 75; (330) 71; (330) 231; (331) 35, 
(331) 162, (333) 334 
Rat liver cytosol, (320) 57 
Rat liver mttochondria, (330) 201; (330) 206 
Rat liver mitochondrion, (323) 179 
Rat macrouhane cell hne. (326) 75 
Rat mesan&tl”cell, (333)‘339 ’
Rat olfactory bulb, (329) 99; (334) 3 
Rat pancreas, (319) 217 
Rat periphery, (331) 4 
Rat peritoneal mast cell, (323) 23 
Rat pituitary, (329) 99; (334) 3 
Rat renal mesa&al cell, (332) 99 
Rat seminiferous tubule, (329) 96 
Rat strains, (315) 65 
Rat thymocyte, (329) 72 
rbcS gene, (336) 293 
RBL-2H3. (331) 86 
Reaction &nte< (321) 229, (322) 168; (323) 15; (336) 357 
Reaction intermediate, (333) 207 
Reaction rate, (326) 4 
Reaction sequence, (333) 137 
Reactive oxygen, (333) 334 
Reactive oxygen intermediate (ROI), (327) 75 
Reactive oxygen species, (321) 274 
Reactive serme, (325) 220 
Receptor, (317) 139; (317) 263, (318) 65, (319) 171; (320) 229; (325) 
225, (326) 251; (329) 75; (333) 223 
Receptor autophosphorylation, (319) 221 
Receptor determinant, (323) 96 
Receptor expression, (322) 177; (333) 132 
Receptor isolation, (336) 103 
Receptor modulation, (332) 44 
Recentor nhosnhorvlatlon. (324) 59 
Receptor pro&n kmase, (333) 306 
Receptor-G protein coupling, (325) 215 
Receptor-immunoglobulin teraction, (329) 223 
Recognition, (318) 167 
Recogmtion helix of 434 repressor, (315) 51 
Recognition signal, (326) 227 
Recombinant, (324) 63 
Recombinant cathepsm E, (326) 101 
Recombinant hemoglobin, (330) 90 
Recombinant hIL-5, (331) 49 
Recombinant protein, (322) 10, (323) 218 
Recombinant vector, (333) 280 
Reconstitution, (326) 183; (330) 146 
Reconstitution process, (322) 165 
Reconstruction, (324) 216 
Recoverin, (335) 277 
Recovery, (326) 189 
Red visual pigment, (323) 247 
Redox, (334) 1; (336) 13 
Redox activator protein, (332) 203 
Redox control, (334) 101 
Redox potential, (317) 35; (325) 39 
Redox repressor protein, (332) 203 
Redox response regulator, (332) 203 
Redox sensor, (332) 203; (334) 101 
Redox-sensing, (329) 55 
Reduced glutathtone (GSH), N-Acetylcysteme (NAC), (327) 75 
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Reduction potential, (318) 61 
Reductive extraction, (323) 31 
Reference library, (325) 118 
Refolding, (334) 55 
Regeneration, (329) 189; (332) 179 
Regucalcm, (316) 79 
Regulation, (327) 85; (333) 238 
Regulation of expression, (317) 147 
Regulation of transcription, (323) 27 
Regulation of translation, (321) 219 
Regulatory domain, (317) 216 
Regulatory protein, (321) 111; (334) 165 
Regulatory signal, (320) 75 
Regulatory site, (323) 166 
Renaturation, (325) 201 
Reoxygenation injury, (328) 103 
Reperfusion injury, (319) 145 
Renlication. (319) 95 
Replication’orig& (324) 67 
Replicon mitiation, (327) 150 
434 repressor-derived HIV enhancer-binding polypeptide, (3 15) 51 
Resident protein, (330) 1 
Resistance, (322) 1; (331) 101 
Resonance assignment, (333) 251 
Resonance Raman, (335) 13 
Respiration, (329) 67 
Respiratory burst, (328) 67; (329) 21 
Respiratory chain, (315) 237, (326) 92 
Restriction fragment length polymorphisms, (334) 237 
Retention, (330) 1 
Retma, (315) 287; (325) 128; (334) 203; (335) 234 
Retinal oxidase, (336) 272 
Retinal phosphodiesterase, (318) 157 
Retinal protein, (317) 5 
Retinal-bmdmg protein, (317) 5 
Retinal-binding site, (335) 94 
Retinochrome, (317) 5; (335) 94 
Retmoic acid, (318) 193; (321) 163; (321) 224; (322) 83, (332) 263 
Retinoic acid receptor, (331) 119 
Retinoic acid synthase, (336) 272 
Retinoid, (330) 81 
Retinol, (317) 181 
Retmol-bmdmg protein, (317) 181 
Retrotransposon, (319) 261; (323) 285 
Retrotransposon 1731, (325) 177 
Retrotransposon gypsy, (325) 233 
173 1 retrotransposon, (328) 183 
Retroviral vector, (315) 129 
Retrovnus, (330)‘161 ’
Reverse transcnptase, (319) 201; (319) 261; (321) 98; (324) 15; (324) 
136; (324) 153; (325) 237; (330) 161 
Reverse transcnptase/polymerase chain reaction, (331) 193 
Reverse transcrmtase-PCR. (330) 90 
Reverse turn, (3i8) 77 ’ \ ’ 
Rheumatoid arthrms. (317) 135: (321) 274 
Rho protein, (334) 32 _ ’ ~ ’ 
Rhodamin 123, (329) 63 
Rhodanese, (336) 363 
tio&nus prohxus, (330) 165 
Rhodobucrer sphaeroides, (321) 1; (321) 229; (322) 168; (328) 41 
Rhodopsm, (315) 287, (317) 5; (324) 59; (330) 197, (335) 94 
Rhodopsm family, (3 18) 17 
Rhodopsm kmase, (335) 277 
Ribonuclease, (333) 233 
Ribonuclease A, (333) 207 
Ribonuclease H, (324) 15 
Ribonucleoprotem, (335) 176; (335) 289 
Ribonucleotide reductase, (323) 93; (336) 148 
Ribosomal protein, (319) 115; (329) 183; (330) 46; (331) 9; (336) 225 
Ribosomal protein L32, (326) 163 
Ribosomal protein S2, (321) 27 
Ribosomal nrotein Sa. (321) 27 
28s rrbosomal RNA, (315) 16 
Ribosome, (326) 241; (335) 47 
Ribosome-bindine nrotem. (326) 241 
Ribosome-inactiv&g protein, (318) 189; (325) 291, (329) 59 
Ribozvme, (322) 21 
Rice, (332j 282 
Rice suspension culture, (329) 75 
Ricm, (336) 100 
Rieske-FeS, (318) 61 
RNA, (325) 123 
RNA blot hybridization, (322) 105 
RNA blot hybridization analysis, (330) 77 
RNA editing, (325) 90; (325) 146 
RNA N-glvcosidase activity, (320) 3 1 
RNA po&nerase, (320) 9; ij31) 162 
RNA polymerase II, (326) 163; (335) 73 
RNA polymerase-promoter interaction, (320) 9 
RNA sphcmg, (325) 303; (335) 114 
RNA stabilitv. (318) 129 
RNA-bmdmg domain, (335) 289 
RNase. (334) 149: (334) 247 
RNase’P, (319) 1’ . ’ 
RNase protection, (326) 112 
RNase protection analysis, (332) 88 
RNA-transcripts, (323) 175 
RNA-trimmine nlasmid. (322) 21 
Rodent sequel&, (324) 231 ’ 
Roueh microsome, (326) 241 
rps3,-(336) 225 . ’ 
rRNA N-alycosulase, (329) 59 
rRNA p&&sing, (316) 247; (327) 29 
16s rRNA, (327) 29 
Rubredoxin, (336) 13 
Run-on, (317) 211, (326) 45 
RVD, (336) 153 
Ryanodme, (330) 227 
Ryanodine receptor, (322) 105; (328) 77, (332) 237 
S component, (329) 219 
16 S ribosomal RNA, (317) 96 
5 S RNA, (330) 46 
23 S rRNA from E cob, (318) 189 
5 S subunit, (330) 191 
Sl binding pocket, (324) 45 
s-loo, (3%j 193 . ’ 
Sacchuromycescerevisiae,(315) 197;(316)41;(316)73;(316)165;(317) 
216; (320) 125; (320) 203; (320) 256; (321) 32; (321) 153, (323) 27; 
(323) 77; (323) 113; (325) 242; (326) 29, (328) 35, (329) 47; (332) 74; 
(333) 165: (333) 280: (335) 273: (336) 34 
Salivary gland, (327) 1, (336) 165 \ ’ 
Salt effect, (318) 172 
Salt-modified iet, (317) 211 
Sandwich enzyme immunoassay, (332) 31 
Saponin, (328) 149 
Saponin-skinned muscle fiber, (323) 188 
Saporin 5, (325) 291 
Saposin, (330) 8 
Saposin C, (336) 159 
Sarafotoxm, (315) 100 
Sarcoplasmic reticulum, (318) 181; (331) 223; (332) 237, (334)45; (335) 
33: (336) 168 
Satellite RNA, (331) 155 
Saturation kinetics. (321) 102 
SC-0051, (318) 162 . ’ 
Scanning calorimetry, (324) 237 
Scanning microcalorimetry, (332) 64 
Scapharca maequivalvis, (330) 90 
Scatter factor. (328) 25: (329) 147 
Scenedesmus ~dIquks, (3i7) 21 
Schizophrenia, (320) 130 
Schwann cell, (336) 103 
Scopolamme, (329) 35 
Sco-rpion toxin, (3i5) 125; (320) 43; (320) 189; (335) 6 
SDGF3, (328) 17 
SDS-PAGE. (3 17) 245 
“Se, (332) i9i ’ 
Sea urchin, (318) 71; (321) 84 
Sec4, (331) 233 
SecA, (331) 19 
Secondary structure, (316) 247; (318) 77; (321) 107; (322) 143; (323) 
252; (324) 87; (324) 93; (332) 88; (333) 251; (335) 18; (335) 155 
Secondarv structure nrediction. (318) 118: (319) 233 
Secretion; (315) 282;*(316) 170; (317) 74; (320) 207; (321) 127; (326) 
219; (330) 23; (331) 233; (334) 175; (336) 48; (336) 129 
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Secretogranin II, (334) 41 
Secretoneurin, (334) 41 
Secretory pathway, (332) 7 1 
Selected-ion monitormg, (3 15) 1 
Selenocysteine, (321) 140 
Self-assembly, (324) 41 
Self-cleavage activity, (326) 158 
Semi-natural membrane, (334) 89 
Semiquinon&ron complex, (336) 352 
Sendat, (326) 183 
Sendai virus, (322) 115 
Senescence, (323) 99; (326) 33 
Senescence accelerated mouse (SAM), (317) 207 
Sequence, (317) 189; (318) 139; (330) 191; (334) 247 
Sequence analysis, (319) 54; (327) 125 
Sequence conservation, (316) 216 
Sequence dependent DNA superstructure, (336) 293 
Sequence homology, (315) 85; (317) 44 
Sequence intronless gene, (316) 114 
Sequence recognition, (332) 189 
Sequence similarity, (316) 23; (321) 135 
Sequence specificity, (322) 173 
Sequence transfer, (325) 140 
Sequence-specific NMR assignment, (332) 81 
Sequencing, (325) 118 
Serine, (324) 162; (324) 167 
o-Serme, (331) 4 
Serme hydrolase, (334) 215 
Serine hydrolase inhibition, (336) 263 
Serine hydroxymethyltransferase, (331) 145 
Senne protease, (324) 45; (328) 115; (333) 39 
Serme protease inhibitor, (319) 80 
Serme proteinase, (324) 226 
Serme proteinase mhibttor, (317) 185 
Serme-pyruvate aminotransferase, (322) 159 
Serotomn, (316) 228, (333) 25 
Serpm, (315) 105; (321) 274 
Sertoli cell, (323) 4 
Serum stimulation, (335) 251 
Seven transmembrane-spanning receptors, (324) 103 
Sexual dimorphism, (333) 32 
Sexual inducer, (316) 257 
St9 insect cell, (316) 152, (331) 49 
SH3 domain, (324) 87; (324) 93, (333) 123 
SH-compound, (336) 208 
Shed ganglioside, (328) 13 
Shedding, (332) 174 
Sheep liver, (330) 31 
Sheep parotid gland, (3 15) 307 
/S-Sheet, (326) 95 
Shtktmate pathway, (325) 255; (334) 233 
Short-chain dehydrogenase, (319) 90; (324) 9 
Short-chain dehydrogenases, (322) 139 
SH-SYSY cell, (336) 267 
SH-trimethylamme N-oxide, (333) 331 
Siahc acid analogue, (323) 96 
Sialic acid level, (317) 147 
Sialylatton, (315) 282; (332) 119 
Signal peptide, (318) 7; (331) 1 
Signal sequence, (324) 113, (330) 61 
Signal transduction, (317) 35; (319) 75; (319) 110; (320)246; (320)261, 
(321) 41; (322) 37; (323) 229; (324) 81; (324) 185; (326) 222; (328) 
67; (329) 96; (330) 197; (331) 248, (332) 24, (332) 44, (333) 183; (333) 
306; (333) 311; (336) 255 
Szlene, (330) 36 
Silent removal, (328) 1 
Silkworm larva, (320) 35 
Single binding site, (319) 229 
Single chain F,, (320) 97 
Single fiber study, (331) 193; (335) 239 
Single hepatocyte, (322) 197 
Single-stranded DNA, (334) 60 
Single-stranded region, (326) 158 
Singlet oxygen, (321) 59, (331) 304 
Sintering temperature, (325) 247 
Siroheme, (335) 57 
Snohydrochlorin, (335) 57 
Site directed mutagenesis, (323) 218 
Site specific recombmation, (328) 169 
Site-directed mutagenesis, (317) 152; (317) 259; (318) 145; (318) 167, 
(319) 90; (320) 193, (321) 37; (322) 30; (322) 201; (323) 83; (324) 63; 
(325) 39; (325) 100; (325) 220; (331) 145; (332) 93; (334) 86; (335) 
9, (335) 265 
Site-soecific mutant. (333) 111 
SIV t&ion peptlde,‘(333)325 
Skeletal muscle, (315) 43, (316) 175; (322) 151; (326) 51; (328) 139; 
(331) 223; (332) 179; (332) 237 
SK-Hep cell, (331) 228 
Skin. (329) 178 
SK-N:Md cell, (327) 157 
SLE. (319) 66 
Slow potassium channel, (334) 221 
Small cell lung cancer, (326) 135 
Small GTP-binding protein, (316) 133, (326) 124, (332) 282; (334) 175 
Small intestine, (336) 70 
Small subunit, (335) 73 
Smooth muscle, (322) 151, (324) 211; (327) 85; (330) 13; (331) 256; 
(334) 18 
Smooth muscle cell, (322) 147 
Smooth muscle contraction, (331) 272 
Snake, (334) 55 
Snake venom, (315) 100, (329) 116 
Snake venom metalloprotemase, (331) 134; (335) 76 
SNAP-25, (330) 236; (335) 99 
snRNP, (3 18) 4 
Sodium channel, (315) 125; (318) 95 
Sodium cyanide, (323) 55 
Sodium potassmm adenosine triphosphatase (Na’,K’-ATPase), (320) 
17 
Sodium/glucose cotransport, (333) 1 
Solanum commersonrr, (332) 132 
Solanum melongena, (330) 169 
Solanum tuberosum, (316) 128; (332) 132; (333) 15 
Solid phase peptide syntesis, (328) 159 
Solid phase synthesis, (326) 237 
Solubility, (3 15) 47 
Solubilization, (318) 35 
Soluble, (326) 69 
Soluble hydrogenase small subumt, (322) 159 
Soluble isoform, (335) 51 
Soluble receptor, (334) 193 
Solvatlon, (325) 17 
Somatostatin, (332) 273 
Somatostatm receptor 2 (mSSTR2), (33 1) 260 
Sorbitol dehydrogenase, (330) 3 1 
Sortme. (333) 127 
Soybean phosphatase,. (334) 89 
Soybean trypsin inhibitor superfamily, (333) 15 
Spl binding sequence, (332) 153 
SpUO cell, (330) 111 
Species variation, (335) 69 
Specific antagomst, (315) 134 
Specific probe, (320) 177 
Specificity determinant, (330) 141 
Spectrophotometry, (3 18) 149 
Speract, (329) 210 
Sperm membrane potential, (329) 210 
sperm motility, (334) 32 
Sperm pH,, (329) 210 
Spermadhesm, (334) 37 
Spermatogenesis, (319) 244, (324) 71 
Spermatogenic cell, (3 16) 12 
Spermidme, (321) 179 
Spermidine/spermine N’-acetyltransferase, (321) 179 
Spermine, (321) 179 
Spheciospongia vespana, (320) 235 
Snhmaanme, (318) 193 
Spm &bel, (315) 178; (324) 56 
Spm state change, (327) 194 
Spinach, (316) 93; (323) 15, (326) 192, (332) 243; (335) 176 
Spinach chloroplast, (3 19) 115 
Spinacla okracea, (328) 111 
Spm-labelmg, (335) 33’ 
Spleen, (330) 141 
Splenopentm, (317) 93 
Sphceosomal protein, (318) 4 
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Splicing, (319) 16 
Sphcing factor, (335) 289 
Spodoptera, (327) 71 
Spodoptera fruglperda cell, (324) 59 
Spoabptera littoralis, (316) 264 
Sponge, (320) 235 
Spreading of methylation, (320) 243 
SR 41063, (325) 276 
SR3Yl cell, (324) 51 
Src, (324) 87, (332) 27 
SRIF recentor. (331) 53 
SSl-SS2 r&oh,‘(335) 265 
SSB protein, (333) 261 
SST-14, (321) 279 
SST-28, (321) 279 
Stability, (315) 47 
Stability of cysteine peptide, (335) 76 
Stable DNA hairpin, (321) 169 
Stable expresston, (335) 61 
Stams-all, (326) 59 
Staphylococcal leukocidm, (329) 219 
StaDhvlococcus aureus. (321) 15 
Starch branching enxyrne, (332) 132 
Start of coding sequence, (316) 89 
Starvation, (321) 121; (322) 61 
Stathmin, (331) 65 
Stationary and time-resolved fluorescence, (321) 229 
Stationary growth phase, (336) 221 
Staurosporine, (315) 33; (327) 150 
Steady state, (318) 23 
Stefin, (336) 289 
Stem-loop structure, (327) 213 
Stereospecific NMR assignment, (318) 177 
Stereo-specificity, (321) 84 
Steroid hormone receptor, (320) 92 
Steroidogenesis, (317) 211; (319) 45 
Sterol biosynthesis inhibitor, (320) 203 
Stimulation, (334) 83 
Stimulatton-secretion coupling, (335) 27 
Stoichiometry, (333) 137 
Storage protein, (324) 216 
Strain LIVP, (336) 340 
Streptavidin, (328) 165; (332) 183; (333) 99 
Streptococcal pyrogemc exotoxin, (331) 187 
Streptococcus, (331) 101; (331) 187 
Streptococcus pneumonrae, (336) 111 
Streptomyces grzseus, (324) 45 
Streptomyces noursei, (317) 151 
Streptozotocm, (326) 117 
Stress, (335) 1 
Stress:70 protein, (336) 27 
Stringency, (332) 189 
Structural similarity, (315) 301; (321) 135; (324) 15 
Structural superfamily, (333) 99 
Structure, (316) 216; (320) 189; (332) 197; (332) 211 
Structure intronless gene, (316) 114 
Structure prediction, (325) 29 
Structure Superposition, (331) 145 
3D structure, (323) 68 
Structure-fimctron. (326) 4 
Structure-function’rklationship, (336) 133 
Subsite snectficttv. (328) 107 
Substrate analog, ~(323) 166 
Substrate specificity, (324) 45; (332) 35; (334) 86 
Subtilin, (330) 23 
Subtthsm, (320) 79, (334) 72 
Subunit. (326) 21 
a and ~‘Subunit, (327) 183 
Subunit CFo-II gene (atDG), (326) 192 
Subumt contact,-(324) lil ‘. _ 
Subunit interactions, (322) 139 
Subunit interface. (316) 209 
Subunit RCI-I, (332) 52 
Subunit RN3, (322) 135 
Subunit structure, (335) 85 
a Subunit, (333) 188 
a7 subunit, (327) 241 
/I Subunit, (315) 167; (335) 217 
b-1 subumt, (335) 61 
y Subunit, (320) 61 
Succmate dehydrogenase, (326) 92 
Suckling, (336) 299 
Suckling and adult rabbit, (329) 106 
Sucraseisomaltase, (328) 55 
Sucrose synthase gene, (320) 177 
Sucrose-phosphate synthase, (333) 159 
Sugar specificity, (330) 133 
Sugar substrate, (320) 193 
Sulfated N-acetyllactosamine, (329) 29 
Sulthydryl oxidation, (323) 83 
Sulfhydryl reagent, (316) 59; (319) 128; (322) 201 
Supercoiled DNA, (315) 277 
Supercoding, (333) 261; (334) 49 
Superoxrde, (318) 149; (321) 59; (326) 199; (326) 232; (327) 57; (329) 
125, (331) 182 
Superoxtde anion, (327) 32; (333) 151 
Superoxrde dismutase, (315) 197 
Superoxide production, (330) 215 
Surface plasmon resonance, (333) 217 
Surfactant protein, (325) 285 
Surfactin synthetase, (325) 220 
Suspenston cell culture, (316) 133 
SYSY, (335) 89 
Sydnonimine, (315) 139 
Symbtosome, (326) 33 
Sympathetic neuron, (335) 184 
Synapse, (326) 124 
Synapttc plasma membrane, (327) 41 
Synaptic transmission, (325) 86; (332) 44 
Synapttc vesicle, (315) 91, (317) 85; (325) 81; (335) 27 
Synaptosecretosome, (326) 255 
Synaptotagmin, (325) 81; (326) 135; (326) 255 
Synchrotron radiation, (336) 236 
Syncytium formation, (331) 182 
Syncytium inhibition, (330) 219 
Synechococcus sp. PCC 1942, (328) 130 
Synechocystis, (319) 257 
Synechocystrs 6803, (323) 35; (325) 255 
Synechocystis sp. PCC 6803, (336) 330 
Synechocystrs sp. PCC6803, (326) 246 
Synovial fluid, (317) 135 
Syntaxm, (326) 135; (326) 255; (330) 236 
Synthetic oligopeptide, (326) 227 
Synthettc peptide, (319) 119; (320) 239; (323) 223; (325) 215; (330) 117; 
(331) 248 
Synthetic pepttde mrmunogenictty, (333) 175 
System A, (329) 189 
Systemic carnitine deficiency. (326) 267 
Systemic mductton (gene expression), (323) 73 
T cell, (315) 259; (324) 1 
T cell activation, (316) 1 
aT3-1 cell, (333) 67 
3T3-Ll, (333) 179 
T4 lysoxyme, (315) 323 
T7 RNA polymerase, (315) 56; (323) 55 
T7 RNA polymerase transcription/translation system, (334) 165 
T84 cell , (329) 159 
Tad fiber, (326) 39 
Tamoxifen, (326) 285; (330) 53; (332) 159 
Targeted liposome, (332) 183 
Targeting, (326) 183, (333) 127 
Targeting sequence, (323) 1 
Taste receptor, (316) 253 
Tat, (319) 119; (323) 276 
Tau protein, (325) 167; (335) 171 
Taurine, (318) 139; (336) 153 
Taurocholate, (333) 193 
T-cell activation, (323) 233 
T-cell recognition site, (333) 175 
T-cell transformation, (317) 93 
Tcp-l-related gene family, (336) 313 
Temperature, (334) 221 
Temporal promoter, (315) 282 
Tenascin, (317) 74; (332) 39 
Termmation substrate, (327) 45 
74 
Terttary fold, (322) 111 
Testis, (317) 250; (326) 51; (336) 317 
Testosterone, (333) 32 
Tetanus toxin, (323) 218; (336) 175 
Tetracycline, (322) 201; (324) 131 
Tetracycline/H’ antiporter, (322) 201, (324) 131 
Tetrahydrobiopterm, (332) 255 
Tetramer, (323) 63 
Tetrathtafulvalene, (329) 205 
Thapsigargin, (332) 229; (336) 248 
The organ of Corti, (317) 113 
Thermal transition, (324) 237 
Thermoanaerobacter ethanolicus, (317) 259 
Thermolummescence, (336) 352 
Thermolysin, (321) 256; (331) 134 
Thermophile, (317) 163 
Thermoplasma actdophilum, (326) 215 
Thermoregulatory uncoupling, (315) 233 
Thermostabrlity, (317) 89; (320) 28 
Thermotoga marittma, (317) 163 
Thermus thermophilus, (325) 183; (330) 46; (331) 81 
Thtamme diphosphate, (326) 145 
Thtamme pyrophosphate, (328) 99 
Thiazolium binding, (328) 99 
Thimerosal, (319) 128 
Thin filament, (327) 85 
Thioester binding, (325) 220 
Thiol. (320) 7: (329) 111 
Thiolester; (332) 211 
Thiol regulation, (323) 19 
Thtol residue, (325) 262 
Thiol sncificitv. (329) 9 
Thiol-reactivechemical, (317) 35 
Thtomn, (316) 119, (332) 243 
Thioredoxin. (321) 55: (323) 19: (336) 197 
Thioredoxm’rkdudtasd, (336) 197 ’ 
Thtosphaera pantotropha, (335) 246 
THP-1 cell line, (319) 100 
Three-dlmenstonal structure, (330) 133 
Thrombm, (315) 242, (334) 225 
Thrombin receptor, (334) 225 
Thrombin-like enzyme, (329) 116 
Thrombospondm, (335) 161 
Thromboxane, (330) 156 
Thromboxane A,, (316) 99 
Thromboxane synthase, (318) 91 
Thylakoid, (318) 1 
Thylakoid membrane, (333) 10 
Thylakoid membrane protein, (336) 95 
Thylakoid protein, (325) 67 
Thylakoid protein kinase, (334) 101 
Thylakoid protein phosphatases, (334) 101 
Thymeleatoxin, (319) 31 
Thymopoietm, (317) 93 
/SThymosin, (329) 9 
Thyroid, (318) 139 
Thyroid hormone, (315) 65; (318) 53; (321) 140; (323) 109; (332) 24; 
Volumes 315-336 (1993) 
Transcarboxylase, (330) 191 
Transcellular transuort. (324) 99 
Transcrtption, (317) 175;‘(321) 51; (321) 215; (324) 181; (325) 233; 
(335) 104 
Tick-borne encephalitis virus, (333) 268 
TIMP mRNA, (331) 304 
Tissue expression, (330) 151 
Tissue factor, (334) 114 
Tissue regeneration, (331) 65 
Tissue transglutammase, (320) 150 
Tissue type plasminogen activator, (325) 271 
Tttyus serrulatus, (335) 6 
TNF, (323) 211 
TNF receptor, (331) 252 
Tobacco, (318) 4; (327) 29 
Tobacco (Ncotiana tabacum L ), (328) 215 
Tobacco rmgspot virus, (331) 155 
a-Tocopherol, (330) 174 
Todarodes pacijicus, (317) 5; (335) 94 
Topology, (323) 257 
Toxin gene, (3 15) 74 
Toxin receptor, (316) 264 
TPA, (332) 169 
Transactivatmg protein, (321) 153 
(328) 55; (329) 89; (329) 139; (330) 177; (331) 141 
Transcription activatton, (321) 153 
Transcrtptton factor, (316) 161, (317) 175; (323) 4; (323) 77; (331) 141; 
(335) 251 
Transcription factor IID, (326) 163 
Transcription, m vitro, (315) 56 
Transcriptional control, (332) 203 
Transcrtptional regulation, (315) 197; (329) 55; (336) 43 
Transducm, (3 15) 340 
3,2-trans-Enoyl-CoA tsomerase, (333) 119 
Transfectton, (315) 163; (325) 233, (333) 1 
Transfer ribonucletc acid, (325) 255 
Transfer RNA. (330) 177 
Transferrin, (323) 4 ’ 
Transformed cell. (3 18) 186 
Transforming g&&h factor-u, (315) 227 
Transforming growth factor-p, (320) 140, (320) 229, (322) 83 
Transgenic mouse, (319) 181; (320) 276; (323) 40 
Transgenic plant, (336) 171 
Transglutaminase, (326) 109, (330) 41 
Transglutamination, (327) 41 
Transient acid metarhodopsin, (3 17) 223 
Transient expression, (324) 27; (332) 88; (336) 133 
Transient transformatton, (327) 141 
Transit peptide, (334) 241 
Transition state analogue, (319) 253; (326) 145 
Transketolase, (326) 145, (328) 99 
Translation, (335) 273 
Translatton mitiatton, (326) 264 
Translation intermediate, (317) 57 
Translational accuracy, (317) 237 
Translational couphng, (334) 165 
Translational inhibitton, (321) 149 
Translational regulation, (332) 88 
Transphosphorylatton, (333) 207 
Transnort. (316) 63 
Transport’inactivatton, (333) 165 
Transnort system. (315) 11 
Transport turnover, (333) 165 
Transport vesicle, (332) 71 
Transporter, (318) 139; (325) 95 
Transverse tubule, (331) 207 
TRAP, (334) 225 
Trehalose-6-phosphate, (329) 5 1 
Trematode, (316) 247 
Tnacylglycerol acylhydrolase, (331) 123 
Trichomonas vagmahs, (317) 101 
Trichnic hen egg-white lysozyme, (323) 203 
Trihydroxycoprostanoate, (322) 95 
Triiodothyromne receptor, (331) 119 
Tnmer, (334) 79 
Trioxyphenylalanine, (325) 53 
Tnple helix, (320) 211; (332) 189 
Triple-stranded DNA, (333) 261 
Tnplet repeat amplification, (333) 248 
Tnplex, (315) 61 
Trtticum aestivum, (321) 219 
Tntmm labelled methylenedtphosphonate, (317) 125 
trkNGFR, (324) 147 
t&C, (329) 171 
tRNA, (319) 244; (324) 162; (324) 167 
tRNA gene, (330) 177 
tRNA modmcatton, (336) 137 
tRNA precursor, (319) 1 
trnQ gene, (325) 255 
Tropomyosin, (325) 59, (328) 63 
Tropomn, (323) 83 
Troponin C, (335) 193 
Troponin I, (323) 83, (323) 223 
Tropomn T, (328) 139 
Trout, (334) 75 
True abastc site, (328) 125 
Truncated cDNA clone, (318) 41 
Truncated CFTR, (329) 159 
Truncated receptor, (319) 195, (336) 119 
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Trypanosoma brucei, (316) 53 
Trypanosoma crzui, (3 17) 105 
Trypanosome, (325) 146, (333) 5; (335) 181 
Trypanothione reductase, (317) 105 
Trypsin, (321) 256 
Trypsin inhibitor-bmdmg protein, (334) 37 
Trypsin-like protease, (320) 35 
Tryptase Clara, (322) 115 
Tryptic digestion, (330) 19 
Tryptophan, (321) 229; (330) 129; (333) 214 
L-Tryptophan-2,3dioxygenase, (329) 178 
Tryptophan fluorescence, (336) 211 
Tryptophan phosphorescence, (328) 45 
Tryptophan synthase, (320) 224 
Tryptophan tryptophyl quinone, (325) 53 
Tryptophanyl-tRNA synthetase, (323) 175 
Tubular secretion, (329) 13 
Tubuhn, (325) 173 
Tubulin isotype, (320) 79 
a&gene expression, (319) 185 
Tuftsin, (326) 56 
Tumor necrosis factor, (325) 104, (331) 252 
Tumor necrosis factor (TNF), (327) 75 
Tumor necrosis factor-a, (331) 285 
Tumor-associated antigen, (319) 59 
Tumongemcity, (316) 161 
Tumour necrosis factor, (334) 189 
Tumour necrosrs factor-a, (332) 263 
Tumour promoter, (334) 13 
Turkey erythrocyte, (328) 174 
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